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Abstract
Chromium is a toxic heavy metal which is usually discharged from industrial waste water and also found in the soil of
chromium contaminated area. Chromium is followed by a wide range of oxidation states where Cr(VI) and Cr(III) are mainly
studied because it shows toxic, carcinogenic and mutagenic effects. Some microorganisms like Pseudomonas aeruginosa, E.
coli, P. putida, S. oneidensis, Arthrobacter sp. Bacillus sp. etc. have the ability to reduce Cr(VI) and also shows resistant
mechanism against Cr(VI). These bacteria follows efflux mechanism, sulfate transport mechanism, iron uptake mechanism,
reduction by genes and proteins, reduction by EPS, reduction of chromium by extracellular, intracellular and membrane
associated process techniques for their resistant mechanism. This review mainly gives an overview about the above
mentioned mechanisms followed by bacteria to show the resistant capacity which can not only reduce environmental
pollution but also protects human health.
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1. Introduction
Heavy metals are known to be toxic in nature and use of these metals in high amount can be harmful to human because it
inhibits the metabolic rate. Chromium is one of those metals which is remarkable for its magnetic properties, it is the only
elemental solid which shows antiferromagnetic ordering at room temperature. Above 38 °C, it changes to paramagnetic.
Maximum amount of chromium is discharged from industry like petroleum industry, iron industry, steel industry, metal
finishing industry and leather tanning industry which effects the human health, aquatic lives, land, vegetables farming and
crops etc. Hexavalent Chromium is one of a compound of chromium which is mainly studied because it is a toxic heavy
metal with both carcinogenic and mutagenic effect. It also has many other effect like mental retardation, growth and
development of abnormalities and wide range of other illness. Because Cr(VI) has water soluble and strong oxidizing in
nature so that Cr(III) has found to be less toxic. Some studies reveal that by reducing Cr(VI) to Cr(III) some of the previously
discussed problems can be solved. According to researchers some microorganisms has received a great attention in this
process. Many bacteria are found to reduce Chromium (VI) to Chromium (III) under aerobic, anaerobic and also in both
conditions. Shewanella oneidensis MR-1 is a facultatively anaerobic γ-proteo bacterium, which has the ability to transform
Cr(VI) to Cr(III) (Myers et al. 2000; Viamajala et al. 2002). Intrasporangium sp. Q5-1, Bacillus sp. ES29, Escherichia coli,
Enterobacter cloacae, Pseudomonas fluorescens LB300 are also reported to reduce Cr(VI) to Cr(III), under aerobic and
anaerobic condition (Ilias et. al. 2011). Some intrinsic bacteria are also found which can reduce chromium. These
microorganisms have diverse resistant mechanisms, these include biosorption, diminished intracellular accumulation through
either direct obstruction of the ion uptake system or active chromate efflux, precipitation, and reduction of Cr(VI) to Cr(III).
Some species of Pseudomonas (Bopp et al. 1983; Cervantes et al. 1988; Summers et al. 1978) and Alcaligenes (Nies et al.
1989) also have Plasmid-determined resistance mechanism to chromate. According to researchers in these microorganism
there are some proteins responsible for chromium reduction. ChrA is a hydrophobic protein with 12 proposed
transmembrane-spanning domains (Cervantes et al. 2001; Cervantes et al. 1990; Nies et al. 1990) found to be responsible for
the plasmid-specified resistance phenotype in these organisms and function as a secondary transport system for the extrusion
of chromium ions (Alvarez et al. 1999; Chourey et al. 2006). The soluble enzymes that is a group of cytoplasmic dimeric
flavoprotein has chromate reductase activity in it and it also reduce Cr(VI)-Cr(III) (Park et al. 2000; Ackerley et al. 2004b).
A flavin reductase (Fre) system from E. coli (Puzon et al. 2005) and Thermus scotoductus SA-01,(Opperman et al. 2007)
isolated from a South African gold mine also shows chromium(VI) reduction activity. Many microorganisms have showed
chromium resistant mechanism but researchers are nowadays studying for some naturally occurring bacteria which can
accumulate heavy metals from the industrial sites and research are still going on both enzymatic as well as cellular levels to
make bacteria efficient agents of chromate bioremediation.

2. Efflux Mechanism
In general, most of the bacterial species are not found to be Cr(VI) resistant but some of them contain a Cr(VI) reduction
gene in their plasmid and chromosomes, which helps to remove chromium. This is followed by a mechanism called efflux
process. Previous studies suggested that plasmid pUM505 and pMOL28 of Pseudomonas aeruginosa and Alcaligenes
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eutrophus can reduce Cr(VI) and Cr(III) because of a protein called ChrA present in chrA gene of this plasmid. They also
suggested that the membrane vesicle of Cr-resistant Pseudomonas aeruginosa which has ChrA protein, can accumulate four
fold more chromium than plasmid less vesicles (Alvarez et al. 1999). Pseudomonas aeruginosa and Cupriavidus
metallidurans are reported as model organism of chromate efflux system and can resist upto 0.3mM and 4mM of chromium
respectively (Juhnke et al. 2002). A rare bacterium called Ochrobactrum tritici can resist more than 50mM of chromium.
This is because of transposon called TnOtChr which contain chrB, chrA, chrC and chrF genes. Among these chrB and chrA
genes shows high resistant capacity than chrF and chrC genes (Branco et al. 2008). Arthrobacter also reported to have high
level of chromate reduction (Diaz et al. 2008). In recent studies Lysinibacillus fusiformis ZC1 strain was proved to have chrA
gene and thus shows heavy metal resistant capacity (He et al. 2011). yieF and nitR genes also reported to have chromium
resistant capacity. For chromium reduction these genes follow a particular process where the accumulated Cr(VI), present in
the cell, induces a chr operon to activate efflux pump containing chrA gene, these genes then rejects the chromium outside
the cell and protects it from toxicity. Chromium can reduce by another process where chromate can enter the cell through
sulfate uptake mechanism as it is a structural analog of sulfate. If the bacteria contains intracellular chromate reductase
enzyme Cr(VI) will automatically reduce to Cr(III)  (figure:1).

3. Sulfate Transport Mechanism
As sulfate is a chemical analogue of chromate, it can also be used for Cr-reduction. It enters the bacterial cells through sulfate
ABC transporter (Sbp or CysP, the periplasmic sulfate or thiosulfate binding protein, the two inner membrane transport
protein, CysT and CysW, the membrane associated ATP binding protein CysA.) which is arranged in operon ( Aguilar-
Barajas et al. 2011). In S. oneidensis MR-1, P. putida F1, C. metallidurans CH 34 after chromate exposure the sulfate ABC
transporter gets up regulated (Brown et al. 2006; Thompson et al. 2007, 2010; Henne et al. 2009b; Monsieurs et al. 2011).
Studies suggest that E. coli K12, P. putida F1, S. oneidensis MR-1, C. metallidurans CH-34 and Arthrobacter sp. FB-24
bacteria shows up-regulation in chromate exposure. This is because of the up-regulation of Adenosine 5’- phosphosulfate
(APS) at the gene or protein level. This APS activation is catalyzed by ATP- Sulfurylase (Ackerley et al. 2006; Brown et al.
2006; Henne et al. 2009b; Thompson et al. 2010; Monsieurs et al. 2011). After addition of chromate to the bacterial cultures
the components of ABC transporter gets over expressed and the sulfur starvation increases. In this mechanism the Cr-
concentration is mainly dependent on the concentration of sulfate. In bacterial culture medium containing cystine or
glutathionine blocks the sulfate transport as well as chromate uptake and the sulfer compounds gets activated thus reducing
the chromate (Decorosi 2010). On the other hand C. crescentus possess a different mechanism for chromium reduction. The
sulfate ABC transporter reduces chromate by down regulation. The sulfate reducing bacteria shows chromium resistant
capacity hundred times faster than chromium reducing bacteria because of H2S production. This H2S first reduces sulfate,
then chromate by sulfides (Hu et al. 2005).

4. Iron Uptake Mechanism
Some studies also suggest that chromium uptake is also dependent on iron uptake mechanism. A TonB dependent
hemoglobin of P. putida F1, when exposed to chromium in both LB medium and in minimal medium is up-regulated. But
iron uptake is definitely higher in LB medium (Thompson et al. 2010). On the other hand Caulobacter crescentus also has
TonB dependent receptor which possess a slightly different mechanism for chromium uptake. This TonB dependent OM
receptor interacts with TonB protein and shows chromium uptake (Hu et al. 2005). S. oneidensis when given to LB medium,
a similar response as P. putida F1 was observed against chromium stressed LB medium. A study also reveals that in S.
oneidensis the iron uptake and Cr(VI) response is depended on activation of a gene called so2426. (Chourey et al. 2008).
According to studies the Cr(VI) stressed bacterial strains shows a strong up regulation for iron uptake in complex medium
after chromate exposure. (Brown et al. 2006; Thompson et al. 2007).

Table 1: Bacterial genes/proteins involved in resistant mechanism
GENES AND PROTEIN SPECIES MECHANISM REFERENCE

chrA Pseudomonas aeruginosa Efflux Alvarez et al., 1999
chrA Alcaligenes eutrophus Efflux Alvarez et al., 1999
TonB Caulobacter crescentus Iron Uptake Hu et al., 2005
CysA Shewanella oneidensis Sulfate Transport Brown et al., 2006
CysA Pseudomonas putida Sulfate Transport Thompson et al., 2007, 2010
chrB, chrA, chrC and chrF Ochrobactrum tritici Efflux Branco et al., 2008

so2426 Shewanella oneidensis Iron Uptake Chourey et al., 2008
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CysA Cupriavidus metallidurans Sulfate Transport Henne et al., 2009b ; Monsieurs et al., 2011

TonB Pseudomonas putida Iron Uptake Thompson et al., 2010

chrA Lysinibacillus fusiformis Effluix He et al., 2011

5. Cr (VI) Reduction By Genes And Protein
Cr (VI) can be reduced to Cr (III) by a process called chromate detoxification mechanism, which is not plasmid-associated
(Cervantes et al. 2001). Two methods are mainly involved-
5.1 Reduction of Cr (VI) under aerobic condition, where NADH or NADPH used as co-factors (Park et al. 2000).
5.2 Under anaerobic conditions it can be used as electron acceptor in electron transport chain by some bacteria. These two

methods are said to be direct methods (Tebo et al. 1998).

Cr(VI) can also be reduced indirectly by Redox intermediate organic compounds like- Amino acid, Nucleotide, Sugar,
Vitamins, Organic acid or Glutathione (Myers et al. 2000; Robins et al. 2013). NfsA / NfsB of Vibrio harveyi, NerA of E.
coli are found to have efficient Cr-reduction capacity. Among them ChrR of Pseudomonas putida is found to be best
chromate reductase. Some studies also reveal that MtrC and OrcA of S. oneidensis MR-1 are terminal reductases of Cr(VI).
(figure:1)

Fig 1: Resistant and reduction mechanism of Cr (VI) by efflux and different bacterial genes.

6. Role of EPS Against Cr(VI)
In bacteria Cr (VI) resistance mechanism also includes the exopolysaccharides (EPS) production within the cells. (Kilic &
Donmez 2008; Harish et al. 2012). It is biofilm found on the outer surface of cells in most of the bacterial species. The EPS
composition can be different in different types of micro-organisms, like P. aeruginosa produces alginate as polysaccharide
(Jain & Ohman et al. 1998) and it was observed that in the presence of chromate the MucD which regulates the transcription
of alginate biosynthesis was up regulated. As EPS protects the bacterial cells from the environment it can be said that over
production of EPS can be helpful against Cr (VI) stress.

7. Reduction of Chromium By Extracellular Process
In gram (-ve) bacteria this process is followed by two pathways. (Chirwa & Molokwane 2011). One with NADH as electron
donor by a soluble reductase and the other one with NADH dehydrogenase under aerobic condition. These enzymes are
produced in the cell only when the Cr (VI) is present within the solution (Cheung and Gu 2007). As Cr (VI) reacts with DNA
and causes DNA damage and increases the rate of mutation, extracellular reduction process helps to protect the DNA
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damage. As a result these bacteria can grow in Cr-contaminated environment. External reduction is always better than
internal because it is difficult to remove the resulting Cr(III) from the cells. (Chirwa & Molokwane 2011).

8. Reduction of Chromium By Intracellular Process
Several studies suggest that Cr (VI) reducing enzymes exist within the cells and some components of protoplasm such as
NADH, flavoprotein and hemeproteins are also involved in reduction (Ackerley et al. 2004). This intracellular proteins
mainly reduce Cr (VI) to Cr (V) generates reactive oxygen species (ROS) which causes DNA damage. Bacteria that possess
this kind of reduction mechanism are Bacillus cereus (Iftikhar et al. 2007), Pannonibacter phragmitetus LSSE-09 (Xu et al.
2012) and P. putida (Tripathi & Garg 2013).

9. Membrane Associated Reduction of Chromium
Cr(VI) acts as electron acceptor in the respiratory chains. In Thermus scotoductus SA-01 was observed that Cr(VI) was
reduced to NADPH by oxidation. Study reveals that a dihydrolipoamide dehydrogenase protein helps in this reduction
process. According to chromate reductase assay in alkaliphilic Bacillus subtilis a membrane bound enzyme is involved for
the reduction process and the decrease of pH with growth of bacteria has a significant role in chromium resistant and
reduction mechanism (Mangaiyarkarasi et al. 2011). S. proteamaculans also shows membrane associated chromate reductase
activity (Tahri Joutey et al. 2013b).

10. Discussion
As chromium is a non biodegradable toxic heavy metal and discharged regularly from the industries, it is a big threat to the
environment as well as human health. Among several oxidation state hexavalent chromium is very much carcinogenic and
mutagenic. Many bacterial species have been found which shows the ability to reduce or resist Cr(VI). This mechanism may
vary from species to species, which includes efflux mechanism, reduction of Cr(VI) to Cr(III), sulfate transport mechanism,
iron uptake mechanism, Cr(VI) reduction by genes and protein, reduction of chromium by intracellular and extracellular
process and membrane associated reduction of chromium. Therefore it is necessary to understand the mechanisms involved
in chromium reduction and resistant to choose the appropriate one.

Reference
1. Ackerley D F, Barak Y, Lynch S V, Curtin J & Matin A 2006 Effect of chromate stress on Escherichia coli K-12.

Journal Of Bacteriology 188 3371–3381.
2. Ackerley D F, Gonzalez C F, Park C H, Blake R II, Keyhan M, Matin A 2004 Chromate reducing properties of

soluble flavoproteins from Pseudomonas putida and Escherichia coli. Applied And Environmental Microbiology 70
873-882.

3. Aguilar-Barajas E, Diaz-Perez C, Ramirez-Diaz M I, Riveros- Rosas H & Cervantes C 2011 Bacterial transport of
sulfate, molybdate, and related oxyanions. Biometals 24 687–707.

4. Alvarez A H, Moreno-Sánchez R, Cervantes C 1999 Chromate efflux by means of the ChrA
5. chromate resistance protein from Pseudomonas aeruginosa. Journal Of Bacteriology 181 7398–7400.
6. Bop L H, Chakrabarty A M, And Ehrlich H L 1983 Chromate resistance plasmid in Pseudomonas fluorescens.

Journal Of Bacteriology 155 1105-1109.
7. Brown S D, Thompson M R, Verberkmoes N C, Chourey K, Shah M, Zhou J, Hettich R L & Thompson D K 2006

Molecular dynamics of the Shewanella oneidensis response to chromate stress. Molecular And Cellular Proteomics
5 1054–1071.

8. Cervantes C, Campos-García J, Devars S, Gutiérrez-Corona F, Loza-Tavera H, Torres-Guzmán J C, Moreno-
Sánchez R 2001 Interactions of chromium with microorganisms and plants. FEMS Microbiology Reviews 25 335–
347.

9. Cervantes C, and Ohtake H 1988 Plasmid-determined resistance to chromate in Pseudomonas       aeruginosa. FEMS
Microbiology 56 173–176.

10. Cervantes C, Ohtake H, Chu L, Misra T K, Silver S 1990 Cloning, nucleotide sequence, and
11. expression of the chromate resistance determinant of Pseudomonas aeruginosa plasmid pUM505. Journal Of

Bacteriology 172 287–291.
12. Cheung K H, Gu J D 2007 Mechanism of hexavalent chromium detoxification by microorganisms and

bioremediation application potential: a review. International Biodeterioration & Biodegradation 59 8–15.
13. Chourey K, Thompson M R, Morrell-Falvey J, VerBerkmoes N C, Brown S D, Shah M, Zhou J,
14. Doktycz M, Hettich R L, Thompson D K 2006 Global molecular and morphological effects of 24-hour

chromium(VI) exposure on Shewanella oneidensis MR-1. Applied And Environmental Microbiology 72 6331–
6344.



IJMDRR
E- ISSN –2395-1885

ISSN -2395-1877

Research Paper
Impact Factor: 3.567

Peer Reviewed Journal

International Journal of Multidisciplinary Research Review, Vol.1, Issue - 23, Jan -2017. Page - 86

15. Chourey K, Wei W, Wan X F & Thompson D K 2008 Transcriptome analysis reveals response regulator SO2426-
mediated gene expression in Shewanella oneidensis MR-1 under chromate challenge. BMC Genomics 9 395.

16. Decorosi F 2010 Studio di ceppi batterici per il biorisanamento di suoli contaminati da Cr(VI), Firenze University
Press, Florence.

17. Diaz-Ramirez M I, Díaz-Pérez C, Vargas E, Riveros-Rosas H, Campos-García J, Cervantes C 2008 Mechanisms of
bacterial resistance to chromium compounds. Biometals, 21 321–332.

18. Evans M N, Chirwa, Pulane E M, 2011 Biological Cr(VI) reduction: microbial diversity, kinetics and
biotechnological solutions to pollution. Biodiversity ISBN: 978-953-307-715-4.

19. Harish R, Samuel J, Mishra R, Chandrasekaran N & Mukherjee A 2012 Bio-reduction of mine.
20. Cr(VI) by exopolysaccharides (EPS) from indigenous bacterial species of Sukinda chromite. Indian Biodegradation

23 487–496.
21. He M, Li X, Liu H, Miller S J, Wang G, Rensing C 2011 Characterization and genomic analysis of a highly

chromate resistant and reducing bacterial strain Lysinibacillus fusiformis ZC1. Journal Of Hazardous Materials
185(2-3) 682–688.

22. Henne K L, Turse J E, Nicora C D et al. 2009b Global proteomic analysis of the chromate response in Arthrobacter
sp. strain FB24. Journal Of Proteome Research 8 1704–1716.

23. Hu P, Brodie E L, Suzuki Y, McAdams H H & Andersen G L 2005 Whole-genome transcriptional analysis of heavy
metal stresses in Caulobacter crescentus. Journal Of Bacteriology 187 8437–8449.

24. Iftikhar S, Faisal M, Hasnain S 2007 Cytosolic reduction of toxic Cr(VI) by indigenous microorganism. Research
Journal Of Environmental Sciences 1 77–81.

25. Ilias M., Rafiqullah Md. I., Debnath C B, Mannan K S B, Hoq Md. M 2011 Isolation and characterization of
Chromium (VI)- reducing bacteria from tannery effluent. Indian Journal Of Micrbiology 51(1) 76–81.

26. Jain S & Ohman D E 1998 Deletion of algK in mucoid Pseudomonas aeruginosa blocks alginate polymer formation
and results in uronic acid secretion. Journal Of Bacteriology 180 634–641.

27. Juhnke S, Peitzsch N, Hubener N, Grosse C, Nies D H 2002 New genes involved in chromate resistance in Ralstonia
metallidurans strain CH34. Archives Of Microbiology 179 15–25.

28. Kilic N K & Donmez G 2008 Environmental conditions affecting exopolysaccharide production by Pseudomonas
aeruginosa, Micrococcus sp., and Ochrobactrum sp. Journal Of Hazardous Materials 154 1019–1024.

29. Mary Mangaiyarkarasi M S, Vincent S, Janarthanan S, Subba Rao T, Tata B V R 2011 Bioreduction of Cr(VI) by
alkaliphilic Bacillus subtilis and interaction of the membrane groups. Saudi Journal Of Biological Sciences 18 157–
167.

30. Monsieurs P, Moors H, Van H R, Janssen P J, Janssen A, Coninx I, Mergeay M, Leys N 2011 Heavy metal
resistance in Cupriavidus metallidurans CH34 is governed by an intricate transcriptional network. Biometals 24
1133–1151.

31. Myers C R, Carstens B P, Antholine W E.  and Myers J M 2000 Chromium(VI) reductase activity is associated with
the cytoplasmic membrane of anaerobically grown Shewanella putrefaciens MR-1. Journal Of Applied
Microbiology 88 98–106.

32. Nies A, Nies D H, and Silver S 1989 Cloning and expression of plasmid genes encoding resistances to chromate and
cobalt in Alcaligenes eutrophus. Journal Of Bacteriology 171 5065-5070.

33. Nies A, Nies D H, Silver S 1990 Nucleotide sequence and expression of a plasmid-encoded chromate resistance
determinant from Alcaligenes eutrophus. Journal Of Biological Chemistry 265 5648–5653.

34. Opperman D J, Heerden E V 2007 Aerobic Cr(VI) reduction by Thermus scotoductus strain SA-01. Journal Of
Applied Microbiology 103 1907-1913.

35. Park C H, Keyhan M, Wielinga B, Fendorf S, Matin A 2000 Purification to homogeneity and characterization of a
novel Pseudomonas putida chromate reductase. Applied And Environmental Microbiology 66 1788–1795.

36. Puzon G F, Roberts A G, Kramer D M & Xun L 2005 Formation of soluble organo-chromium(III) complexes after
chromate reduction in the presence of cellular organics. Environmental Science & Technology 39 2811–2817.

37. Summers A O, and Jacoby G A 1978 Plasmid-determined resistance to boron and chromium compounds in
Pseudomonas aeruginosa. Antimicrobial Agents And Chemotherapy 13 637–640.

38. Robins K J, Hooks D O, Rehm B H & Ackerley D F 2013 Escherichia coli NemA is an efficient chromate reductase
that can be biologically immobilized to provide a cell free system for remediation of hexavalent chromium, PLoS
ONE. 8(3) e59200.

39. Tebo B M & Obraztova A Y 1998 Sulfate-reducing bacterium grows with Cr(VI), U(VI), Mn(IV), and Fe(III) as
electron acceptors. FEMS Microbiology Letters 162 193–198.



IJMDRR
E- ISSN –2395-1885

ISSN -2395-1877

Research Paper
Impact Factor: 3.567

Peer Reviewed Journal

International Journal of Multidisciplinary Research Review, Vol.1, Issue - 23, Jan -2017. Page - 87

40. Thompson D K, Chourey K, Wickham G S, Thieman S B, Verberkmoes N C, Zhang B, McCarthy A T, Rudisill M
A, Shah M & Hettich R L 2010 Proteomics reveals a core molecular response of Pseudomonas putida F1 to acute
chromate challenge. BMC Genomics 11 311.

41. Thompson M R, Verberkmoes N C, Chourey K, Shah M, Thompson D K & Hettich R L 2007. Dosage-dependent
proteome response of Shewanella oneidensis MR-1 to acute chromate challenge. Journal Of Proteome Research 6
1745–1757.

42. Tripathi M, Garg S K 2013 Co-remediation of pentachlorophenol and Cr6+ by free and immobilized cells of native
Bacillus cereus isolate: spectrometric characterization of PCP dechlorination products, bioreactor trial and chromate
reductase activity. Process Biochemistry, 48 496–509.

43. Viamajala, S, Peyton B M, Apel W A, and Petersen J N 2002 Chromate/nitrite interactions in Shewanella oneidensis
MR-1 : evidence for multiple hexavalent chromium [Cr(VI)] reduction mechanism dependent on physiological
growth condition. Biotechnology and Bioengineering 78 770-778.

44. Xu L, Luo M, Jiang C, Wei X, Kong P, Liang X, Zhao J, Yang L, Liu H 2012 In vitro reduction
45. of hexavalent chromium by cytoplasmic fractions of Pannonibacter phragmitetus LSSE- 09 under aerobic and

anaerobic conditions. Applied Biochemistry & Biotechnology 166 933–941.


